CONTENTS

Statistical Analysis of Protein Folding Kinetics
By Aaron R. Dinner, Sung-Sau-So, and Martin Karplus

Insights into Specific Problems in Protein Folding Using
Simple Concepts
By D. Thirumalai, D. K. Klimov, and R. I. Dima

Protein Recognition by Sequence-to-Structure Fitness:
Bridging Efficiency and Capacity of Threading Models
By Jaroslaw Meller and Ron Elber

A Unified Approach to the Prediction of Protein Structure
and Function
By Jefferey Skolnick and Andrzej Kolinski

Knowledge-Based Prediction of Protein Tertiary Structure
By Pierre-Jean L’Heureux, Benoit Cromp,
Eric Martineau, and John Gunn

Ab Initio Protein Structure Prediction Using a Size-Dependent
Tertiary Folding Potential
By Volker A. Eyrich, Daron M. Standley, and Richard A. Friesner

Deterministic Global Optimization and Ab Initio Approaches
for the Structure Prediction of Polypeptides, Dynamics of
Protein Folding, and Protein—-Protein Interactions

By John L. Klepeis, Heather D. Schafroth,

Karl M. Westerberg, and Christodouls A. Floudas

Detecting Native Protein Folds Among Large Decoy Sites
with the OPLS All-Atom Potential and the Surface
Generalized Born Solvent Model

By Anders Wallgvist, Emilio Gallicchio,

Anthony K. Felts, and Ronald M. Levy

Author Index

Subject Index

35

77

131

193

223

265

459

487

507

Xiii



